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Single cell RNA
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Cell cluster graph Cell size by cell concentration Cell counting results
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Cell cluster graph Cell size by cell concentration Cell counting results
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Intact live HL60 cells Incompletely isolated nuclei Completely isolated nuclei

c"aN = :
BF Raw FLTag BF Raw FL Tag BF Raw FL Tag
Cell count Intact live cells Incompletely isolated
Total cells 1.27 x 108/mL 2.81x10%/mL 1.96 x 105/mL
Live cells 1.16 x 106/mL 1.56 x 108/mL 0.00 x 109/mL
Dead cells 1.10 x 105/mL 1.24 x105/mL 1.96 x 106 /mL
Viability 91.3% 55.07% 0.00%
Ave. cell size 13.4pm 10.2 pm 8.3 pm
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Hela HEK293
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Isolated nuclei

Intact cells

Isolated nuclei

Intact cells
tS i N s

FL Tag

HEK293
Intact cell Intact cell _
Total cells 1.27 x 105/mL 1.80 x 10%/mL 2.66 x 105/mL 3.91x105/mL
Intact live cells 1.16 x 105/mL 0.00 x 109/mL 2.56 x 105/mL 9.05x 103/mL
Isolated nuclei 1.10 x 105/mL 1.80 x 10%/mL 9.59 x 104/mL 3.82x105/mL
Intact cell 91.3% 0.00% 96.4% 2.3%
Ave. object size 13.4pm 6.4 uym 13.3 pm 11.7 pm
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Compatible slides

LUNA™ 1-Channel Slides

PhotonSlide™

LUNA™ 3-Channel Slides

LUNA™ 8-Channel Slides

Up to 3 samples

Up to 8 samples

Sample throughput | sample Up to 2 samples
Sample loading 50wl Joiiliehamber 10 ul/chamb 10 uL/cha
olins 50 pL pL/chambe pL/chamber pL/chamber
Analysis volume 5.1 L 1.3 pL/chamber 1.3 pyL/chamber 0.5 pL/chamber
Numberofimage 47 fields 12 fields/chamber 12 fields/chamber 5 fields/chamber

fields

Counting
concentration

1.00E+04 - 2.00E+07/mL

5.00E+04 - 1.30E+07/mL

5.00E+04 - 1.30E+07/mL

1.00E+05 - 1.30E+07/mL
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Larger volume to
effectively enumerate in
the extreme cases of the
low concentration of cells

Comfortable and familiar
to use for cell counting
just like using a
hemocytometer

Additional statistical
report available from
triple replicates of mean
SD and CV

Eight samples atoncein a
high-throughput manner
Compatible with
multichannel pipettes

Image
Specialty
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